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IN THE CLAIMS 

1. (currently amended): A nucleic acid which encodes a 
polypeptide consisting essentially of the amino acid sequences 
of SEQ ID N€*EH — 1 to 3 8 NO:20 . 

2. (currently amended): A nucleic acid sequence, which 
encodes a polypeptide having at least 95% amino acid identity 
with the amino acid sequences of SEQ ID Noo . — 1 — to 3 8 NO: 20 and 
retains the same binding affinity to said polypeptide of SEQ ID 
Noo. 1 to 3 8 NO:20 . 

3. (currently amended): ^Fhe — A nucleic acid of claim 1, 
wherein said nucleic acid consists essentially of SEQ ID Nee — 3-9 
to 7 6 NO:20 or a sequence complementary thereto. 

4. (currently amended): A nucleic acid, wherein said 
nucleic acid has at least 95% nucleic acid identity with a 

nucleic acid of SEQ ID Noo . 3-9 — fee — 3-G — NO : 2 0 or a sequence 

complementary thereto and retains the same binding affinity to 
said polypeptide of SEQ ID Nos. 1 to 38 20. 

5. (currently amended): A nucleic acid, encoding a 
polypeptide having an amino acid sequence consisting essentially 
of 4 0 consecutive amino acids of SEQ ID NO:2 0.-^ 
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6. (currently amended): The A nucleic acid of claim 1 or 
claim 5, wherein said nucleic acid encodes a polypeptide having 
one to three amino acid substitutions, wherein said 
substitutions are made with equivalent amino acids. 

7. - 11. (cancelled) 

12. (currently amended) : A recombinant vector containing 
comprising a nucleic acid according to claim 1. 
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13. (currently amended): A recombinant vector containing 
comprising a nucleic acid according to claim 2 . 

14. (currently amended): A recombinant vector containing 
comprising a nucleic acid according to claim 3 . 

15. (currently amended): A recombinant vector containing 
comprising a nucleic acid according to claim 4 . 

16. (currently amended): A recombinant vector containing 
comprising a nucleic acid according to claim 5. 
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inserted in pP6 or pB5 . 

20. (previously presented) A cell host transformed with a 
vector according to any one of claims 12 to 16. 

21. (previously presented): A set of two nucleic acids 
consisting essentially of: 

(i) a first nucleic acid encoding a Selected Interacting 
Domain (SID®) polypeptide according to claim 1; and 

(ii) a second nucleic acid encoding a prey polypeptide 
which binds to the SID® polypeptide defined in i) . 

22. - 23. (cancelled) 

24. (currently amended) A composition comprising a set of 
two nucleic acids, encoding polypeptides^ consisting essentially 
of the following acta : the set SEQ ID NO:132/SEQ ID NO: 58. 

SEQ — ID No . lll/SEQ — ID No. 3D; — SEQ — ID No. 115/SEQ — 

No . 4 0 ; — SEQ ID No.ll5/CEQ ID No. 41; — CEQ ID No. — 11 6 /SEQ 

■£© — No . 42 ; SEQ — I© — Ne-, 117/SEQ — I-B — No . 4 3 ; SEQ — £S — Ne-r- 

110/CEQ ID No. 44; — CEQ ID No. — 119/GEQ ID No. 45; — CEQ ID 
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Ne^ — 12 0/SEQ ID No. 46; SEQ ID No. — 121/SEQ ID No. 47; — SEQ 
ID No. — 122/SEQ ID No. 48 ; — CEQ ID No. — 123/SEQ ID No. 49; 

SEQ — ID No. 12 4 /SEQ — ID No. 50; — SEQ — ID No. 125/SEQ — 

No. 51; CEQ ID No. — 126/SEQ ID No. 52; — CEQ ID No. — 127/6EQ 

£B — No. 53 ; SEQ — ID — Ne^ 12 8 /6EQ — I-B — No. 54 ; SEQ — £B — Ne^ 

12 9/SEQ ID No. 55; — CEQ ID No. — 13 0 /SEQ ID No. 56; — SEQ ID 
Ne^ — 131/SEQ ID No. 57; SEQ ID No. — 132/SEQ ID No. 5 8 ; — SEQ 
ID No. — 133/SEQ ID No. 59; — CEQ ID No. — 134/SEQ ID No. 6 0; 

SEQ — ID No . 135/SEQ — ID No. 61; SEQ — ID No. 136/SEQ — SB 

No. 6 2 ; — SEQ ID No. — 137/SEQ ID No. 63; — CEQ ID No. — 13 8 /SEQ 
ID No. 6 4; No. — 139/SEQ ID No. 6 5; — SEQ ID No. — 140/SEQ ID 
No . 6 6 ; — CEQ ID No. — 1 4 1/SBQ ID No. 67; — SEQ ID No. — 142/ SEQ 

iD — No . 6 8 ; SEQ — i© — N€h 143/SEQ — £B — No . 6 9 ; SEQ — £S — Ner 

144/SEQ ID No. 70; — SEQ ID No. — 145/SEQ ID No . 7 1 ; — CEQ ID 
N€K — 1 4 6/SEQ ID No. 72; SEQ ID No. — 1 4 7/CEQ ID No. 73; — SEQ 
ID No. — 148/SEQ ID No. 74; SEQ ID No. — 149; SEQ ID No. 75; 
or SEQ ID No. 150/SEQ ID No. 76. 

25. (cancelled) 

26. (previously presented): A complex formed between said 
set of two polypeptides of claim 24. 

27. (currently amended): A method for selecting a molecule 
which inhibits the binding between a set of two polypeptides 
wherein said method comprises: 

a) cultivating a recombinant host cell containing a 
reporter gene the expression of which is toxic for 
said recombinant host cell, said host cell being 
transformed with two vectors wherein: 

i) the first vector contains a nucleic acid 
comprising a polynucleotide encoding a first 
hybrid polypeptide containing e**e — e£ — oaid — fewe — a 

first polypcptidco polypeptide encoded by a 

nucleic acid according to any one of claims 1 to 
5 according to claim 2 3 and a DNA binding domain; 
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ii) the second vector contains a nucleic acid 
comprising a polynucleotide encoding a second 
hybrid polypeptide containing feke — a second o# 
aaid — fewe — polypcptidco — polypeptide which binds 
with the first polypeptide according to — claim 23 
and an activating domain capable of activating 
said toxic reporter gene when the first and the 
second hybrid polypeptides are interacting; 
on a selective medium containing the molecule to 
be tested and allowing the growth of said 
recombinant host cell when the toxic reporter 
gene is not activated; and 
b) selecting the molecule which inhibits the growth of 
the recombinant host cell defined in step a) . 

28. (currently amended): A method for selecting a molecule 
which inhibits the binding between a set of two polypeptides 
wherein said method comprises: 

ea) cultivating a recombinant host cell containing a 
reporter gene the expression of which is toxic for said 
recombinant host cell, said host cell being transformed 
with two vectors wherein: 

-iiii) the first vector contains a nucleic acid 

comprising a polynucleotide encoding a first hybrid 
polypeptide containing ef*e — of — oaid — fewe — polypcpt idea — a 
first polypeptide encoded by SEQ ID NO: 132 according 
to claim 24 and a DNA binding domain; 

ivdi) the second vector contains a nucleic acid 

comprising a polynucleotide encoding a second hybrid 

polypeptide containing the a second e£ oaid fewe 

polypcptidco polypeptide encoded by SEQ ID NO: 58 

according — fee — claim 24 — and an activating domain capable 
of activating said toxic reporter gene when the first 
and the second hybrid polypeptides are interacting; 
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on a selective medium containing the molecule to be 
tested and allowing the growth of said recombinant 
host cell when the toxic reporter gene is not 
activated; and 

b) selecting the molecule which inhibits the growth of 
the recombinant host cell defined in step a) . 

29. (currently amended): A method for selecting a molecule 
which inhibits protein-protein interaction of a set of two 
polypeptides wherein said method comprises the step of: 

a) cultivating a recombinant host cell containing a 
reporter gene the expression of which is toxic for said 
recombinant host cell, said host cell being transformed 
with two vectors wherein: 

i) the first vector contains a nucleic acid 
comprising a polynucleotide encoding a first 
hybrid polypeptide containing one — e£ — said — set — e# 
two polypcptidco a first polypeptide encoded by a 
nucleic acid according to any one of claims 1 to 
5 according — fee — claim — 2-3 — and the first domain of 
an enzyme ; 

ii) the second vector contains a nucleic acid 
comprising a polynucleotide encoding a second 
hybrid polypeptide containing tke — a second o# 
oaid — fewe — polypcptidco — polypeptide which binds 
with the first polypeptide according — te — claim 23 
and the second part of said enzyme capable of 
activating said toxic reporter gene when the 
first and the second hybrid polypeptides are 
interacting, said interaction recovering the 
catalytic activity of the enzyme; 

on a selective medium containing the molecule to 
be tested and allowing the growth of said 
recombinant host cell when the toxic reporter 
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gene is not activated; and 
b) selecting the molecule which inhibits the growth of the 
recombinant host cell defined in step a) . 

30. (currently amended): A method for selecting a molecule 
which inhibits protein-protein interaction of a set of two 
polypeptides wherein said method comprises the step of: 

a) cultivating a recombinant host cell containing a 
reporter gene the expression of which is toxic for said 
recombinant host cell, said host cell being transformed 
with two vectors wherein: 

i) the first vector contains a nucleic acid 
comprising a polynucleotide encoding a first hybrid 
polypeptide containing ene — e# — said — two polypcptidco a 
first polypeptide encoded by SEQ ID NO: 132 according 
to claim 24 and the first domain of an enzyme; 

ii) the second vector contains a nucleic acid 
comprising a polynucleotide encoding a second hybrid 

polypeptide containing feke a second e£ oaid fcwe 

polypcpt idoo polypeptide encoded by SEQ ID NO: 58 

according — fee — claim — 2-4 — and the second part of said 
enzyme capable of activating said toxic reporter gene 
when the first and the second hybrid polypeptides are 
interacting, said interaction recovering the catalytic 
activity of the enzyme; 

on a selective medium containing the molecule to be 
tested and allowing the growth of said recombinant 
host cell when the toxic gene is not activated; and 
b) selecting the molecule which inhibits the growth of 

the recombinant host cell defined in step a) . 

31. - 43. (cancelled) 

44. (currently amended): A nucleic acid encoding a marker 
compound according — fee — claim — 4-2- comprising a Selected Interacting 

Domain (SID®) polypeptide encoded by a nucleic acid according to 
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any one of claims 1 to 5; and a detectable molecule bound 
thereto . 

45. (currently amended): A recombinant vector comprising 
inocrtcd therein a nucleic acid according to claim 44. 

46. (currently amended): The recombinant vector according 
to of claim 45, which Id wherein the nucleic acid is inserted in 
pACTllst, pASAA, pT25, pKT25, pUT18, pUT18C, pP6 or pB5. 

47. (withdrawn) : A recombinant host cell which has been 
transfected with said recombinant vector according to claim 45. 

48. (currently amended): The A recombinant host cell 

according to claim 45 which is of prokaryotic origin. 

49. (currently amended): The A recombinant host cell 

according to claim 45 which is of eukaryotic origin. 

50. (currently amended): The A recombinant host cell 

according to claim 49 which is a mammalian host cell. 

51. - 61. (cancelled) 

62 . (currently amended) : A composition comprising a 
polynucleotide encoding a Selected Interacting Domain (SID®) 
polypeptide according to any one of claims 1 to -&5_, and a 
carrier . 

63. - 73. (cancelled) 
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